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Abstract

Leptospira is a spirochaet bacteria. Some serovars cause Leptospirosis that affects livestock and
is an important zoonotic disease. This disease causes seriously economic loss. Polymerase Chain Reaction
(PCR) technique has been used for pathogenic and non-pathogenic Leptospire identification. However,
this technique could not differentiate Leptospires sp. serovars. This study, therefore, was to develop
molecular markers by using LRR containing protein genes. There are 25 genes encoding LRR containing
proteins from Leptospira interogans serogroup Icterohaemorrhagiae serovar Lai. These genes were
divided into 5 groups by their positions and directions on chromosomes and their primers were designed
into 3 groups (group 1; LR1, LR2 and LR3, group 2; LR4 and LRS5, group 3; LR6, LR7 and LR8). The
results showed that primer group 1 and group 2 could not generate genetic markers. The PCR products
derived from primer group 3 were detected in 11 serovars of pathogenic Leptospire but not in non-
pathogenic Leptospire. From this finding, the primer group 3 could develop to prepare genetic markers

in order to identify different Leptospira stains.

Keywords: LRR, Leptospira, Polymerase Chain Reaction, Molecular Markers, Bioinformatic



